A hypothesis-free multiple scan statistic with variable window.
In this article we propose a new technique for identifying clusters in temporal point processes. This relies on the comparision between all the m -order spacings and it is totally independent of any alternative hypothesis. A recursive procedure is introduced and allows to identify multiple clusters independently. This new scan statistic seems to be more efficient than the classical scan statistic for detecting and recovering cluster alternatives. These results have applications in epidemiological studies of rare diseases.